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[Abstract]  Considerable concentrations of circulating
nucleic acids have been reported in peripheral blood from
cancer patients. These circulating nucleic acids bear a variety
of tumor-specific information and potentially represent a stable
source of non-invasive tumor biomarkers. The assessable genetic
and epigenetic changes of circulating nucleic acids include
DNA mutations, copy number alterations, abnormal methylation
and disruption of microRNA. Such alterations reflecting

molecular characteristics of tumor tissues, provide a new clue
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for noninvasive, real-time and monitoring test. In the present
article, the main findings of research status related to the
utility of circulating nucleic acids for early diagnosis,
prognosis and monitoring of gastric cancer are reviewed. In
addition, the advantage, the examination technique and the
application prospection of circulating nucleic acids as tumor
markers are also reviewed.
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A1 JE ML B DNA (cell-free DNA, ofDNA) &7 4E T 40 E
MAFFR T DNA {8 ASNE L AR K B o DNA
BETE 0~100 ng/ml Z[H], 3474 30 ng/ml?, #2181 I
20 DNA #24 6.6 pg 115, YT 4= FHAME M h A7 4
5000 NEHB L] UL, A8 E LR & A KR L E B
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WA, BRI IEEIE AL, 7 BOR/N 0.18~21 kb N5, —
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E-cadherin (13% ) 820G FH T4 il HY JA0 A6 I 04 S0 A
55% ,Fr FHERT IR 86%15,

2. AFJE I AR 5 R TS W R T RGN . B, T
T2 AR A g 35 DR A v PP R C R D g 35 AL A I PP Ak 2 T 4
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HAN L5 A X AR Tet-7a W2 R, 1 miR-17-5p
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